(transposon), RIA (arsenate resistance operon), RID (topA) and RIE (includes 180 mercury resistance operon) primer pairs were not detected. Only one isolate was PCR 181 positive for ISPpu12 (sought using the RIG primer pair). All isolates tested were PCR 182 positive for IS26, thought to be responsible for deletions and insertions in these 183 islands, and most gave an amplicon for the uspA gene, encoding a universal stress 184 protein, indicating that at least one copy of this gene is not interrupted by a multiple 185 antibiotic resistance region (MARR), as in AbaR1, AbaR3, AbaR5, AbaR6 and 186 AbaR7, found in representatives of international clone I (21 Table 2) 
Discussion. 269
The population structure of A. baumannii in hospitals is dominated by international 270 clones I and II; isolates with core genomes corresponding to these lineages have 271 predominated for decades (7, 15, 28). However, the accessory genome is much more 272 fluid, and differences between otherwise closely related isolates could quite readily be 273 detected using this approach, despite the relatively limited number of elements 274 It is notable that these elements were not detected in representatives of strain A 307 (isolates 68 and 69), received from military casualties during late 2010, which has 308 affected multiple patients (at least 38), but does not belong to international clones I, II 309 or III; it has novel ompA and bla OXA-51-like alleles (alleles 3-1 and 13, respectively), 310 used in a sequence based typing scheme for this organism (28, http://www.hpa-311 bioinformatics.org.uk/AB/home.php) and failed to give amplicons at the third (csuE) 312 locus, despite five different primer sets being tried, suggesting that it is significantly 313 different from other outbreak strains of this organism. Table 1 . Primers from this study for selected targets. The last two primer pairs are from sequences in an AbaR4 type island found in representatives of OXA-23 clone 1, with a deletion relative to AB0057 in the sequence between the last primer pair. Previously described primer pairs are included in the Materials and Methods section, and a list of primer sequences is provided in the supplemental material (Table   SI) . 
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